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EST72223 sequence: FIG. 21A 

CCCTTATTAGAGGATTCTGCTCATGCCAGGG TGAGGTAGTAAGTTGTATTG 
TTGTGGGGTAGGGATATTAGGCCCCAATTAGAAGATAACTATACAACT MIR98 

TACTACTTTCCCTGGTGTGTGGCATATTCACACTTAGTCTTAGCAGTGTTGCC 
TCCATCAGACAAAGTTGTAGATGTTCCTTGGATAATTTGGACTGGAAGAAAAGA 
GACATGGAAGGGGACAGATGGTGTTTAGGGTGAGGCAGATGTCATTATAAAGT 
GACTTGTCTTTCATTAATTGGAGCATATAATTATTTTACCTTTGGGCATGAACTC 
ATTTTGCTATTCTTCAACTGTGTAATGATTGCATTTTATTAGTAATAGAACAGGA 
ATGTGTGCAAGGGAATGGAAAGCATACTTTAAGAATTTTGGGCCAGGCGCGGT 
GGTTCATGCCTGTAATCCCAGCATTTTTGGGAGGCCGAGGCGGGTGGATCAC 
CTGAGGTCAGGAGTTCGAGACCAACCTGGCCAACACGGCGAAACCCCGCCTC 
TACTCAAATACAAAAATTAGCCAGGCTTGGTGACACTCGCCTGTGGTCCCAGC 



TACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAAGTGGAG 
GCTTCAGTGAGCTGAGAACACGCCACTGCACTCCAGTCCTGGGCAAC 
AGAGCAAGACTCTGTCTCAGGAAAAAAAAAG 



GAM2 
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dbEST Id. 7929020 (Image45l4344) sequence; 

CCAAAAACTCCAACCATTCCCTTTCAAAACTCCCACAACACACCCATCCCCTCTCTCAC 

C C C T C C T AT T C A AC AT AC TG TTC CA AC T TC T G G C C AC C CC AAT TAG G CAC GAG A AC C AA 

AT AA AC G G T AT T C A AT T AGC AAAAC AC C A AC T CAAAT TCTTCCTCTTTCCAGATCACAT 

CATTCTATATCTACAAAACCCCATTCTCTCAGCCC CAAAT CTCCTTAACCTG AT A AG C A 

AC T T C AG C A A AG T C T C AC CAT AC A A AAT A A AT C TACAAAAAT CACAACCATTCTTACAC 

AC C A AC A AC AC A AAA AC AC AC C CAAAT CAT GAG TCAACTCCC ATT C AC A AT T C C T T C AA 

AC AC A AT AAA AT AC C TAG C A AT C C A AC T T AC AACC C AT CT C A ACC ACCTCTTCAACCAC 

AAC T AC A AA C C AC TG C T C A AC C AA AT AAA AC AG CAT AC A A AC AA AT C C A AG A AC AT T C C 

ATGCTCATCCCTACCAAGAATCAATATTCTCAAAATCGCCATACTCCCCAACCTAATTT 

AC AC AT T C A AT G C C AT C C C C AT C A AC C T AC CAATC ACTTTCTTCACACAATTG C A AA AA 

ACTACTTTAAACTTCATATCCAACCAAAAAACACCCCCCATCCCCAACTCAATCCTAAG 

CCAAAAGAACAAAGC TGGAGGCATC ACACTACC TGACT TC AAACTTTACTACAAGGCTA GAM24 

C AC T A AC C A A AAC AC C AT CC T AC TC G T AC C AAAAC AC AC AT AT AC AT C A AT C C A AC AC A 

AC AC AC C C C T C AC A A AT AAC G C C C A AT AC C TAG A AC T ATC T C ATC T T T C AC A AAC C T G A 

C A AAA AC AA C C A ATC G G C A A AC G AT T C C C T AT T TA AT AAATCCTCCTGCCAAAACTGAC 

T AG C C AT AT C TAG A A AC C TC AA AC T C C ATC C C T TC C T T AC AC C TT AT AC A AA AAT C A AT 

T C AA C AT C C AT T AA AC AT TT AA AC C T T AC AC C T AAAAC C AT A AAA AC C C T AG AAC AA AA 

C C T A G C C AT T AC C AT T C ACC AC AT AG C C AT C G G C AAC GAC T T C AT C T C C A AA AC AC C AA 

AACCAATGCC AAC A A AAC AC AA AAT T C AC A AAT CCCATCTAATTAAACTAAACAGCTTC 

T C C A C AC C A A AAC A A AC TAG C A TCA GAG T G AAC AG GCAAC C T ACAAAA T G GGAGAAAA T GAM26 

TTTCGCAACCTACTCATCTGA C AAAG G G C T A AT AT C C A G A A T C TACAA TG AAC TC AAA C 

A A AT T TAG A A A A AAA A A AAA A A A 
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dbEST Id .138 81 '4 9 (Im<tgel020185) Sequence; 

ACTCCTATCAACAGTGTAAAAGCATTCCTGTTTCTCCATAATCTTGCCAGCATCTTTT 

CATTTTTTTGAATTATAGCCATTCTGACTGTTGTGAGATGGTGTCTCATTGTGGTTTT 

GATTTGCATTTCTCAGATGATCAGTGATGTTGAAGTTTTTTTGTTTGTTGGCTGCATG 

TATGCCTTCTTTTGAAAAGTGTCTGTTTGTGTCCTTTGACCACTTTCTAATGGGGTTG 

AGTTTTTTTTTCTTGTAAATTTGTTTAAGTTCCTTGTAGATGCTGGATATTAGACCTT 

TGTCAGATGGATAGAGTGCAAAAATTTTCTCCCATTCTGTAGGTTGTCGGTTTACTCT 

GTTGATAGGTTCTTAATGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCCATTTGTC 

AATTTTGGCTTTTGTTGCAATTGCTTTTGGCATCTTCGTCATGAAATCTTTGCCCTTG 

CCTGTGTCCTGAATGGCATTGCCTAGGTTTTCTTCCAGGATTTTTATAGTTTTGGGTT 

GTAGATT T AA GT C T T T A AT C C A TC T T G AG T T AAC T T T T GT AT A T G GG T T A AG G A A GG G 

GC C C G T T TC A AT TT G C T GC AAA TG G C TAG C C AGT T C T C C C AG C AC C AT T T AT T A A AT A 

GGGAATCTTTTCCCCATTGCTTCCTTTTGTCAGGTTTGTCAAAGATCACATGGTTGTA 

GGTGTGTGGTCTTATTTCTGGGTTCTCTATTCTGTTCCATTGGGCTATGGGCCGGTTC 

TGTACCACCACTATGCTGTTTTGGGTACCATAGTCTTGTAGAATGTTTGAAGCTGGGT 

AGCATGATGCCTCTAGCTTTGCTCTTCTTGCTAAGAAATGTCTTGGCTATTTGGGCTC 

TTTTTTGGTTCCATATGAATTTTAAAATAGCTTTTTCTAGGTCTGTAAAGAATGTGAA 

TAGTAGTTTAATGGGCCTAGCATTTAATTTACAGATTGCCTTGGGCAGTGTGGTCATT 

TTCACGATATTGATCCTTCCTGTCTGTGAGCATATGTTT TTCCATTTGTTTGTGTCAT 

CTCTGATTTCTTTGAATAATGGTTTATAGTTATCCTTGAAAAGGTCCTTCACTTTTCT GAM 27 

TGTTAGC TGTAT TGCTAGATAT TATAGTCTTCTTGTGGCAATTGTGAATGGGA GT TA A 

ttcatgagttttctctcggcttgcctgttgttggtgtataggaatgctagtgactttt 
gcacattgattttgtatcctgagactttgttgaagttgcttatcagctaagaagtttt 
t g ag c t g ag a t g at g g a gt t t t c t a gat at ag gat c at at c at c t gc a a a c aa ag at a 
gtttgacttcctgtcttcctatttgaatagcttttctttctttctcttgcctgattgc 
cttggtgagaatttctaatactgtgttgaataggagtggtgagctcgtgccaa 
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